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Isolation and identification of Coptis chinensis root rot pathogen

in Shizhu County, Chongqing City
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Fig. 1 Morphological characteristics of the pathogen of Coptis chinensis root rot
A: PDAY;FREE ' HL1 H7%; B: W25 EfF. A: Mycelia on PDA medium; B: hypha and conidia.
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Fusarium solani Tul-1 (HM214456)
1}7I Lffizrium solani XSD-133 (EU326207)

Fusarium solani DBOF83 ](382724444)
Fusarium solani XSD-28 73504)
Fusarium solani FWT1 (JQ625566)
Fusarium solani FWT82 (JQ625565)

2 BT ITS oI & R s IR B B Ak HL1 RAE KB AR E Rt

Fig. 2 Phylogenetic tree of strain HL1 from Coptis chinensis root rot and the related strains based on ITS sequences
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