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Molecular identification for biotypic structure of spring-grain aphid

Schizaphis graminum in Gansu Province
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Fig. 1 Phylogenetic tree of 50 geographic populations of
Schizaphis graminum based on COI sequence
in Gansu Province
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%45, B, C, E, G, H, I and J represented different bio-
types. In the population names, the 1st and 2nd letters represent
abbreviation of provincial capital name, the 3rd and 4th letters
represent abbreviation of city, district or county under the prov-

ince and the others letters are abbreviation of town or country.
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